weeks, euthanasia was carried out, the tumour was removed (upper) and weighed (lower). Two-tailed t-tests were used to calculate significant differences. *, P< 0.05; ***, P < 0.001. experiments were repeated at least three times, and a vector containing the reverse JMJD5 sequence was used as a negative control. A two-tailed t-test was used to calculate significant differences. *, P < 0.05.
Supplemental

Supplemental Figure 5. JMJD5 regulates the G1-S transition of the cell cycle. (A)
Gene set enrichment analysis was performed in HCC tissues with lower JMJD5 (A) Three flag fused JMJD5 deletion mutants and flag fused full length JMJD5 were constructed, and westernblotting showed that CDKN1A is activated by the N-terminal but not the JmjC domain of JMJD5. Flag antibody was used to detect the expression of all mutants, β-actin was served as internal control. The bands' intensity of CDKN1A and β-actin was measured and the value of CDKN1A/β-actin was calculated. The experiment was repeated three times, two-tailed t-tests were used to calculate significant differences. **, P<0.01; ***, P < 0.001; ns, no significant difference. figures. All experiments were repeated at least three times, and two-tailed t-tests were used to calculate significant differences. *, P < 0.05; **, P < 0.01.
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